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hippo signaling
nucleotide−binding domain, leucine rich repeat containing receptor signaling pathway

nucleotide−binding oligomerization domain containing signaling pathway
establishment or maintenance of cytoskeleton polarity

activation of GTPase activity
non−canonical Wnt signaling pathway

retrograde transport, endosome to Golgi
regulation of actin filament organization

cell junction organization
cytosolic transport

regulation of supramolecular fiber organization
activation of protein kinase activity

protein polymerization
endosomal transport

peptidyl−serine modification
peptidyl−serine phosphorylation
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autophagy
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The GO enrichment analysis 
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Leishmaniasis
Epithelial cell signaling in Helicobacter pylori infection

Prolactin signaling pathway
Endocrine and other factor−regulated calcium reabsorption

Hippo signaling pathway − multiple species
Th17 cell differentiation

Gastric cancer
Osteoclast differentiation

AGE−RAGE signaling pathway in diabetic complications
Pancreatic cancer

Hepatitis B
Signaling pathways regulating pluripotency of stem cells

Toxoplasmosis
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Epstein−Barr virus infection
Hippo signaling pathway

Yersinia infection
NOD−like receptor signaling pathway

MAPK signaling pathway
Endocytosis
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The KEGG enrichment analysis
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